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Southeast Asia, 366 
species recognition, 366 
malaria transmission, 
Anopheles funestus, 901 
Cameroon, 901 
malaria vector, 287, 582 
Anopheles maculipennis 
complex, 582 
Anopheles sundaicus, 287 
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Cochliomyia hominivorax, 121 
habitat preference, 121 
screwworm fly, 121 
repellency, 
Anopheles stephensi, 691 
development inhibition, 691 
piperitenone oxide, 691 
toxicity, 691 
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